Key indicators: single-crystal X-ray study; T = 296 K; mean () = 0.000 Å; disorder in main residue; R factor = 0.062; wR factor = 0.161; data-to-parameter ratio = 12.6.
The title compound, C 22 H 30 N 4 O 2 , lies about a crystallographic inversion center. The whole molecule is disordered over two positions with a refined occupancy ratio of 0.636 (10): 0.364 (10). The pyridine rings are approximately planar, with maximum deviations of 0.033 (10) and 0.063 (17) Å for the major and minor components, respectively. The mean planes of the pyridine rings form dihedral angles of 17 (2) in the major component and 18 (2) in the minor component with the respective formamide groups attached to them. In the crystal packing, intermolecular N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds link the molecules into two-dimensional networks parallel to the ab plane.
Related literature
For the importance of dicarboxylic acids and their derivatives, see: Garcia-Tellado et al. (1990); Geib et al. (1993) ; Karle et al. (1997) ; Goswami, Dey, Fun et al. (2005) ; Goswami et al. (2006 Goswami et al. ( , 2008 . For a related structure, see : Goswami, Dey, Chantrapromma et al. (2005) . For the preparation, see: Yamada & Momose (1981) ; Goswami et al. (1989) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009) . 
Comment
The recognition of biologically important substrates like dicarboxylic acids by bis-pyridine amide is one of the most important areas of research in supramolecular chemistry as well as in the design of materials through new crystal engineering (Garcia-Tellado et al., 1990; Geib et al., 1993; Karle et al., 1997; Goswami, Dey, Fun et al., 2005; Goswami et al., 2006 Goswami et al., , 2008 . The title compound can be used as receptor for dicarboxylic acids with the ethylene group acting as a spacer.
The title compound, (Fig. 1 ), lies about a crystallographic inversion center (symmetry code = -x, -y + 1, -z + 1). The molecule has a whole-molecule disorder over two positions with a refined ratio of 0.636 (10): 0.364 (10). In the molecule, the pyridine rings (C1-C5/N1) are approximately planar with the maximum deviations of 0.033 (10) Å at N1A and 0.063 (17) Å at C1B for the major and minor components, respectively. The mean planes of these pyridine rings form dihedral angles of 17 (2)° in the major component and 18 (2)° in the minor component with the respective formamide groups (N2/C6/O1) attached to them. This crystal structure is closely related to that of N- [6-(hydroxymethyl) pyridin-2-yl]-2,2-dimethylpropanamide (Goswami, Dey, Chantrapromma et al., 2005) .
In the crystal packing ( Fig. 2 & Fig. 3 ), intermolecular N-H···O and C-H···O hydrogen bonds (Table 1) link the molecules into a two-dimensional network parallel to the ab plane.
Experimental
The title compound is synthesized by a known reaction procedure (Yamada & Momose, 1981; Goswami et al., 1989) as follows. In a round-bottomed flask, N-(6-bromomethyl-pyridine-2-yl)-2,2-dimethyl propionamide (500 mg, 1.84 mmol) and Co(PPh 3 ) 3 Cl (1.76 g, 2 mmol) was kept under nitrogen atmosphere. Dry, degassed benzene (50 ml) was added dropwise to the flask maintaining at 0-15 °C temperature around the flask. The reaction was continued for half an hour. The deep green colour turns blue, an indication of the completion of the reaction. Then benzene was evaporated and the product extracted with CHCl 3 . The solvent was then evaporated and purified by silica gel (100-200 mesh) column chromatography using ethyl acetate and petroleum ether (1:4) as eluent. Single crystals were grown by slow evaporation of a chloroform-methanol (8:2) solution of 1,2-bis(2-pivaloylamino-6-pyridyl)ethane (m.p. = 489-491 K, 194 mg, yield = 55%).
Refinement
All the H atoms were positioned geometrically [C-H = 0.93 to 0.97 Å; N-H = 0.86 Å] and were refined using a riding model, with U iso (H) = 1.2 U eq (C, N) or 1.5 U eq (C). Rigid bond restraint (SAME) was applied to the pyridine ring. The whole molecule is disordered over two positions with a refined ratio of 0.636 (10): 0.364 (10). In the final difference Fourier map, the highest peak and the deepest hole are 0.66 and 0.37 Å from H11D and H11A, respectively. supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of the title compound, showing 20% probability displacement ellipsoids and the atom-numbering scheme. Both major and minor components are shown. Atoms with suffix $ are generated by the symmetry code -x, -y + 1, -z + 1. 
N-(6-{2-[6-(2,2-Dimethylpropanamido)-2-pyridyl]ethyl}-2-pyridyl)-2,2-dimethylpropanamide
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